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Conclusions: We found a novel association of the rs1534020 
MAP3K4 SNP with obesity in Spanish children. The risk of obesity in 
children carrying the minor allele G was double than in non-carriers. 
Additionally, the association of this allele with higher diastolic and 
systolic blood pressure could support the implication of MTK1 on 
blood pressure and oxidative stress previously described in vitro.
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Introduction: Human copy number variation (CNV) in salivary 
amylase genes (AMY1) is directly correlated to amylase expression in 
saliva. Increased quantities of salivary amylase may impact the rate 
and extent of starch digestion and glucose absorption, and the total 
energy obtained from available (digestible) carbohydrate. Persistently 
elevated levels of postprandial glycaemia and insulinemia can result in 
the development of insulin resistance, which may lead to weight-gain 
and increased body fat percentage which may increase predisposition 
to type-2 diabetes mellitus.

Objectives: To investigate whether CNV in AMY1 affects pos-
tprandial glycaemia and insulinaemia in healthy individuals, or is 
correlated to anthropometric markers including; Body Mass Index 
(BMI), percentage body fat, waist-to-hip ratio and waist circumfe-
rence. Finally, we investigate whether there is a relationship between 
AMY1 CNV and habitual dietary consumption.

Method / Design: Healthy British subjects were recruited to a 
randomised, cross-over study. Participants were subject to two stages 
of recruitment; genetic screening and baseline health screening (n=71) 
prior to enrolment onto the postprandial study (n=42). Treatment or-
der was randomly assigned, but each participant underwent a 4-hour 
oral glucose tolerance test (75g), and underwent the same procedures 
but with an equivalent dose starch meal, with a minimum 7-day was-
hout period.

Results: Positive correlations were found between AMY1 copy 
number (CN) and BMI (kg/m2) (P= 0.0193, linear regression, ad-
justed for sex and age), AMY1 CN and dietary CHO intake as starch 
(%TE) (P = 0.0181). Whilst no linear relationship was found between 
glycaemic response iAUCstarch or iAUCglucose and CN using re-

gression analysis, MANOVA analysis has revealed differences in peak 
c-peptidestarch response P = 0.009049).

Conclusions: Increased CN of AMY1 associates with increased 
starch consumption, which may be related to the observed increase 
BMI and body fat percentage. However, the relationship between 
AMY1 CN and postprandial glycaemia and insulinaemia presents a 
more complex relationship.
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Introduction: Untargeted metabolomics is an increasingly popu-
lar approach for studying the effects of nutrition and other factors on 
human health and diseases as well as for the safety and quality evalua-
tion of food. However, untargeted metabolomics is still demanding 
and many methodological, technical and statistical pitfalls have to be 
avoided to obtain valid and meaningful results, especially in case of 
large-scale studies. Here, some of the most crucial issues are discussed 
in order to encourage the community to scrutinise the outcomes of 
metabolomics studies critically.

Objectives: We summarize briefly the advantages of a multi-
platform approach combining targeted and untargeted LC-MS, 
GC×GC-MS and 1H-NMR methods for comprehensive metabolome 
analyses. Additionally, issues like analytical variation, drift and offset 
effects, the number of detected metabolites, normalization strategies 
(e.g., for urine), quality control and the choice of the statistical tool 
will be discussed and their impact will be demonstrated based on 
selected results from our recent metabolomics studies. Finally, we 
present recommendations based on our own experience with the Kar-
MeN (Karlsruhe Metabolomics and Nutrition) study as well as food 
metabolomics studies.

Method / Design: n/a

Results: n/a

Conclusions: Metabolomics is a powerful approach for all bio-
logical research disciplines, but it is still a developing field of work. 
An appropriate methodology, tight quality control measures and an 
experienced interdisciplinary team are indispensable in order to en-
sure valid results.
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Introduction: Several studies have associated body composition 
changes found in the HIV lipodystrophy syndrome (HLS) with increa-
sed resting energy expenditure (REE). However, limited data exist on 
total energy expenditure (TEE). 

Objectives: The aim of this study was to evaluate REE and TEE in 
HIV-infected patients using the doubly labeled water method (DLW).

Method / Design: We evaluate men on antiretroviral therapy 
(ART). The volunteers were divided into 2 groups: LIPO- (without 
HLS) and LIPO+ (with HLS). We measured: weight, height, BMI, body 
composition by bioelectrical impedance, REE by indirect calorimetry 
and the TEE by DLW. The viral load, TCD-4 and ART were obtained 
from the patients records. Data were processed using SPSS, p<0.05. To 
evaluate the correlation between the variables, we employed Pearson 
correlation test. 

Results: We evaluate forty-five men with a mean age of 45,9 (± 
7,2) years. The groups LIPO- (n:18) and LIPO+ (n:27) were similar 
for CD4 count, viral load and ART time. There were no difference 
between the groups in BMI, %FM and FFM. REE of the groups LIPO- 
and LIPO+ was 25,2 ± 3,3 versus 26,9 ± 3,1 kcal/Kg FFM, respectively 
and TEE was 44,7 ± 9,6 versus 45,4 ±7,4 kcal/ kg FFM, respectively. 
REE was positively correlated with BMI and FM (kg) (r = 0.36 and r = 
0.52, respectively) and TEE was positively correlated with FM (kg) and 
FFM (kg) (r = 0.5 and r = 0.7, respectively). 

Conclusions: HIV lipodystrophy syndrome did not change the 
REE and TEE. REE contributed with 56.5% of TEE in HIV-infected 
patients.
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Introduction: Compelling evidences demonstrated that metabo-
lism disorders considered as main factor contributing to the obesity. 
Previous studies shown that the intake of some nutrients could in-
fluence on the involved proteins in metabolism pathways. 

Objectives: The aim of this double blind clinical trial study is 
to investigate the alphacalcidol treatment affected on metabolic rate 
through changes of involved protein in 3 pathways: PGC1α and im-
portant involved enzymes in metabolism including ACC and FASN, 
PPARγ and nesfatin-1 and finally oxidant balance in obese subjects. 

Method / Design: A total of 96 obese participants (BMI ≥30) 
were recruited for the current double blind clinical trial study. Patients 
were divided into two intervention (N=51) and control groups (N=41) 
based on the stratified randomized method. One-Alpha®: alfacalcidol 
(1-α hydroxyvitamin D3) capsules 0.25 microgram (n=15), 0.5 mi-
crogram (n=15), and 1 microgram (n=25), and placebo were given to 
subjects once a day for 8 weeks. 

Results: Our results demonstrated that RMR level was increased 
significantly in group that received the 0.5 mg/day alfacalcidol. We 
also found a significant association between weight, BMI and circu-
lating 25-OH vitamin D changes in the mentioned group. Our results 
demonstrated the significant interaction between circulating PGC1α 
and 25-OH vitamin D on RMR change. We also found a significant 
association between PGC1α and PPARγ alterations among groups. 
Regarding to antioxidant enzymes levels, there was significant corre-
lation among all of them. The glutathione reductase and glutathione 
peroxidase were significantly decreased in intervention group that 
received the 0.5 mg/day alfacalcidol in comparison with the control 
group. 

Conclusions: We conclude that alfacalcidol treatment with 0.5 
mg/day may be effective in amelioration of the weight reduction state 
and involved pathways in metabolic rate in obesity. Further experi-
mental study may clarify the alfacalcidol role in weight loss etiology 
through metabolism regulation.

Keywords: (maximum 5): Obesity, Alfacalcidol, PPARγ, 
PGC1α, nesfatin-1, antioxidant enzymes
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